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Additional file 8: variation of map length between male clementine, female clementine

and sweet orange based only on the common SNP markers.

The location on the reference clementine map established from all clementine gametes (male + female) is used as x
axis. Y axis are the relative location in the other maps (ratio between the location in the other map over the location
in the clementine reference map). The diagonal blue line represent this reference clementine map (y=x). Green:

male clementine map, red: female clementine map and blue: sweet orange map.



